H Exnittponf Seplvaplov tng TIxoANC XNULKOV Mnxavikodv éxel Tnv
geuxaploTnon va cog mpookoAécel og oeplvAplo Tng IXoAng, mou Bo dobel
and Tov Kabnyniy Gregory A. Voth amndé 1o Center for Biophysical
Modeling and Simulation xal 1O Department of Chemistry, University of
Utah tov H.II.A.

To ceptvéplo é€xel mpoypappatiotel yia tnv Déuntn, 19 Iouviou 2008
otLg 13:30, otnv ailbouca ceplvapiov "N. KoupoUtocou". O titdAoc 1Inc
dLdreénc tou xuplou Voth ei{val "The Multiscale Challenge for
Biomolecular Systems: A Systematic Approach".

AxolouBel oUvioun meplAnvn.

"THE MULTISCALE CHALLENGE FOR BIOMOLECULAR SYSTEMS: A SYSTEMATIC
APPROACH"

Professor Gregory A. Voth

Center for Biophysical Modeling and Simulation
and Department of Chemistry,

University of Utah, U.S.A.

A multiscale theoretical and computational methodology will be
presented for characterizing biomolecular systems and assemblies
across multiple length- and time-scales. The approach provides a
connection between all-atom molecular dynamics, mesoscopic models,
and near continuum-scale mechanics. At the heart of the methodology
is the multiscale coarse-graining (MS-CG) method for systematically
deriving coarse-grained models from atomistic-scale forces.
Applications will be given for membranes, peptides, and proteins.
Recent advances for coarse-graining large protein complexes and
membrane proteins will also be described if time allows.

T'la nneplocdtepec mAnpoeopiec umopeite va €nLkolvovhcoete poall pog
pe e-mail otn oLeUBuvon doros@central.ntua.gr.
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